203
Assignments of individuals to specific populations were conducted with two methods. CWTs were not applied to juveniles from the Nitinat River and Sarita River populations, 358 but sampling of jack or jimmie returns still provided information on assignment of individuals.
359
The broodstock was not completely genotyped for the Nitinat River population, but when jacks 360 and age 3 individuals were assigned via PBT, all individuals (except one jimmie) were assigned 361 to the Nitinat River population (Table 3 ). The single individual not assigned to the Nitinat River Table S3 ). The ability to identify 475 Chinook Salmon to specific Canadian hatcheries provides an opportunity for a genetic-based 476 system to enhance or replace the current CWT system for Coho Salmon in British Columbia. when the likelihood of difference (LOD) was ≥ 11. Unassigned individuals were then considered for population assignment via GSI.
645
Assignments with COLONY were accepted when the probability associated with an estimated single parent or parent pair was ≥ 0.90.
646
For GSI, individuals with an assignment probability of < 0.85 were considered as unassigned in origin. is the number of individuals in each sample assigned through either PBT or GSI. For PBT, assignments with SNPPIT were accepted 662 when the likelihood of difference (LOD) was ≥ 11. Unassigned individuals were then considered for population assignment via GSI.
663
664
For GSI, individuals with an assignment probability of < 0.85 were considered as unassigned in origin. Values in parenthesis in the 665 table footnote are the number of individuals assigned via GSI to the listed population. 
